Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; R factor = 0.070; wR factor = 0.175; data-to-parameter ratio = 14.7.
Experimental
Crystal data C 23 H 21 N 3 M r = 339.43 Monoclinic, P2 1 =n a = 15.228 (4) Å b = 15.215 (4) Å c = 17.641 (4) Å = 110.974 (4) V = 3816.5 (17) Å 3 Z = 8 Mo K radiation = 0.07 mm À1 T = 296 K 0.24 Â 0.19 Â 0.17 mm
Data collection
Oxford Xcalibur Eos (Nova) CCD diffractometer 36558 measured reflections 6983 independent reflections 3921 reflections with I > 2(I) R int = 0.063 Refinement R[F 2 > 2(F 2 )] = 0.070 wR(F 2 ) = 0.175 S = 1.02 6983 reflections 475 parameters H-atom parameters constrained Á max = 0.22 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). The packing of molecules of the title compound when viewed down the crystallographic b-axis. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.22 e Å −3 Δρ min = −0.17 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-(4,5-Diphenyl-1H-imidazol-2-yl)-N,N-dimethylaniline
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.3008 (6) 0.7926 (7) 0.0707 (5) 0.291 (7) N1A-C5A-C6A 120.9 (3) C7B-C8B-C9B 120.0 (4) N1A-C5A-C4A 109.6 (3) C8B-C9B-C10B 120.7 (3) C4A-C5A-C6A 129.4 (3) C9B-C10B-C11B 119.6 (4) C7A-C6A-C11A 117.9 (3) C6B-C11B-C10B 120.0 (4) C5A-C6A-C11A 121.5 (3) C13B-C12B-C17B 118.4 (3) C5A-C6A-C7A 120.6 (3) C4B-C12B-C13B 120.3 (3) C6A-C7A-C8A 121.1 (4) C4B-C12B-C17B 121.2 (3) C7A-C8A-C9A 119.7 (5) C12B-C13B-C14B 120.4 (3) C8A-C9A-C10A 120.4 (5) C13B-C14B-C15B 120.5 (4) C9A-C10A-C11A 119.8 (5) C14B-C15B-C16B 119.4 (5) C6A-C11A-C10A 121.1 (4) C15B-C16B-C17B 120.8 (5) C13A-C12A-C17A 117.9 (4) C12B-C17B-C16B 120.5 (4) C4A-C12A-C13A 122.5 (4) C19B-C18B-C23B 116.4 (3) C4A-C12A-C17A 119.6 (4) C2B-C18B-C19B 122.0 (3) C12A-C13A-C14A 121.8 (6) C2B-C18B-C23B 121.6 (3) C13A-C14A-C15A 122.5 (7) C18B-C19B-C20B 121.5 (4) C14A-C15A-C16A 120.2 (7) C19B-C20B-C21B 121.4 (4) C15A-C16A-C17A 116.9 (6) N24B-C21B-C22B 121.2 (5) C12A-C17A-C16A 120.4 (5) N24B-C21B-C20B 121.9 (5) C19A-C18A-C23A 115.8 (3) C20B-C21B-C22B 116.9 (4) C2A-C18A-C23A 123.4 (2) C21B-C22B-C23B 121.4 (4) C2A-C18A-C19A 120.8 (2) C18B-C23B-C22B 122.3 (3) C18A-C19A-C20A 122.7 (3) C6B-C7B-H7B 120.00 C19A-C20A-C21A 121.3 (3) C8B-C7B-H7B 119.00 C20A-C21A-C22A 116.6 (3) C7B-C8B-H8B 120.00 N24A-C21A-C20A 122.1 (3) C9B-C8B-H8B 120.00 N24A-C21A-C22A 121.4 (3) C8B-C9B-H9B 120.00 C21A-C22A-C23A 121.2 (3) C10B-C9B-H9B 120.00 C18A-C23A-C22A 122.4 (3) C9B-C10B-H10B 120.00 C8A-C7A-H7A 119.00 C11B-C10B-H10B 120.00 C6A-C7A-H7A 119.00 C6B-C11B-H11B 120.00 C9A-C8A-H8A 120.00 C10B-C11B-H11B 120.00 C7A-C8A-H8A 120.00 C12B-C13B-H13B 120.00 C10A-C9A-H9A 120.00 C14B-C13B-H13B 120.00 C8A-C9A-H9A 120.00 C13B-C14B-H14B 120.00 C11A-C10A-H10A 120.00 C15B-C14B-H14B 120.00 C9A-C10A-H10A 120.00 C14B-C15B-H15B 120.00 C6A-C11A-H11A 119.00 C16B-C15B-H15B 120.00 C10A-C11A-H11A 120.00 C15B-C16B-H16B 120.00 C14A-C13A-H13A 119.00 C17B-C16B-H16B 120.00 C12A-C13A-H13A 119.00 C12B-C17B-H17B 120.00 C13A-C14A-H14A 119.00 C16B-C17B-H17B 120.00 C15A-C14A-H14A 119.00 C18B-C19B-H19B 119.00 C16A-C15A-H15A 120.00 C20B-C19B-H19B 119.00 C14A-C15A-H15A 120.00 C19B-C20B-H20B 119.00 C17A-C16A-H16A 122.00 C21B-C20B-H20B 119.00 C15A-C16A-H16A 122.00 C21B-C22B-H22B 119.00 C12A-C17A-H17A 120.00 C23B-C22B-H22B 119.00 C16A-C17A-H17A 120.00 C18B-C23B-H23B 119.00
Hydrogen-bond geometry (Å, º) 
